Journal of Industrial Microbiology & Biotechnology {1997) 18, 4

e
[

3-424

P

I RaaTe

v

o 1997 Society for Industnial Microbiology 1367-5435/97/512.00

Keyword index to Volume 18

24.6-trinitrotoluene 89 carbon fluxes 312 gentamicin 370
caroteno-protein 272 glucan 278

carotenoids 272 glucosyltransferase 278
catalase 140 glutamate 312

cellulose 10 Gramicidin D 226
cellulose hydrolysis 18 Gramicidin § 226
cephalosporins 241 aravity 22

cheese whey ultrafiltrate 272 graywater 235

chemostat 235, 319 groundwater 75, 161, 177
cis-(18).(2R)-indandiol 353 guava nectar 26
clostridia 82

Clostridium acetobuitvlicum 198
co-metabolism 4

ane 13
coated broke 348 hop Hie 131
cocoa 308 humidity 326

coffee 308 hvdrocarbons I;-'rl

coliphage MS-2 297 hydrogen peroxide 140

coliphage PRD-1 297 immobilization 56, 389

confocal scanning laser microscopy 396 in situ 177

continuous fermentation 62 in situ bioremediation 106. 189. 204
continuous oculation 56 inactivation 207

copper toxicity 223 indene 353

corrosion inhibition 396 induction 260

Corynebacterium glutamicum 312 injury 406

cotton gauze 15

Cr(VI)-reducing bacteria 247
curdlan production 255

baking veast 30 cyclodextrin 402

patch fermentation 62 cyclodextrin glycosyltransferase 402
benzene 75, 116 Jet fuel 4
moaugmentation 189 database 68

hioavailabilitv 97. 330 decontamination of packing material 326
moburden ]:"{ Lzﬂgrild-’.ltiﬂﬂ 364

hocatalvsis 353 denitrification 116, 170

hiocide (Bioplus®™) 348 dextran 278

Acinetobacter 267

activated sludge 267

adaptation 140

Aerobacter aerogenes 348

aerobic 177

Agrobacterium sp 255

alkalophilic bacillus 402

gikylbenzenes 213

aipha amylase 232

alternan 2738

alternansucrase 278

Alteromonas organophosphorus acid
anhydrolase gene 49

anaerobic 106, 170, 177, 247

anaerobic brodegradation 161

anaerobic TNT degradation 82

aquifer 170

aromatic hydrocarbons 116, 177, 213

hemicellulosic hyvdrolyzate 360
homogenization 97

B-lactam antibiotics 22, 241
Bacillus 384

Bacillus alvei 348

Bacillus firmus 402

Bacillus subtilis 37

bacterial spores 223
hacteriocin 62

integration 68

intracellular concentrations 312
intrinsic broremedhation 177
won exchange 297

k-carrageenan gel beads 56
lactic acid 10

lactic acid bacteria 36
lactic bacteria 284

biodegradation 89, 116, 140, 152, 177, dextransucrase 278 lactobacilli 82

235, 406 dioxygenase 353 Lactobacillus helvericus 2772
hiodegradation Kinetics 330 disbonding 364 LAS 235
siodeterioration 364 DNA damage 384 levanase 348

DNA protection 384 lux 4
DNA vaccines 43 lysine g-aminotransferase 241

modiversity conservation 302
soengineering 189

nofilms 396

nofiltration 293

hological control 226
oluminescence 4
momarker 131

nomass 10

Biomphalaria glabrata 226
jopesticides 370

noprocess 247

magnesium 1ons |
marine microbial diversity 302

k. coli 260
E. coli plasmid DNA 43
effective diffusivity 97 mass balance 198
electrochemical impedance spectroscopy mass transfer 97

364 MEOR 37
metal leachate 414
metal sulphides 414
methanotrophs 204
microaerophilic 116
microbes 68
microbial association 272
microbial diversity 302
. ~ Fe(l1l) reduction 75 microbial protein 360
nosurfactant 37 . . . .
oy fed-batch fermentation 43 microcosm 170
notechnology 414 , e
e y feed-back control 43 milk 56
STEX 140 : . . . -
surkholderia acia 389 fermentation 1, 260 modeling 177
Surkholderia cepacia 3t , = . - .

/ fresh cheese 36 molluscicidal strains of Bacillus 226

Landida guilliermondii 251 fuel alcohol 284 mould spores 326
landida pelliculosa 26 fungi 364 MTT 370

emission control 293
enteric bacteria 82
enterocin 1146 62
voreactors 414 ethanol fermentation 18

. Yy reacrcharidac D7D
woremediation 89, 97, 131, 177, 213, L?'-.ll'#pl;]]}-‘hu.itti'ld[‘]{h..H 272
3130 414 CXPression 260

nostimulation 189



Volume 18 Keyword index

424

munitions 89
mutagenesis 384
mutants 232

nitrate 213
mitroaromatics 161
nitrobenzene 293
nitrogen limitation 233
nitrogen regulation 241
nutrient availability 204

oil spills 131

organic acids 379
oxidative damage 223
oxidative stress 30

P. putida 54G 406

packing machines 326

PCE 106

PCR 370

pectin lyase 308

Penicillium 326

Penicillium griseoroseum 303
pH 26

phosphate removal 267
phylogeny 68

physiological state 235
physiological stress 406
plasmid instability 319
polycyclic aromatic hydrocarbons 152
polymeric composites 364
polvurethane 389

production methods 340
Pseudomonas putida 4, 353

quadratic polynomial model 26

rabies vaccines 340
rate 170
recombinant 260

recovery 13

reductive dechlorination 106

resistance to organic hydroperoxides 384
respirometry 330

reverse osmosis 297

review 152

Rhodotorula glutinis 272

S. diastaticus 18

S. uvarum 18

Saccharomycees cerevisice 18, 30

scale-up 200

schistosomiasis 226

SDS-PAGE 370

sediments 152

selection strategy 247

sequencing and functional homology to
prolidase 49

simulated microgravity 22

simultaneous saccharification and
fermentation 10

site characterization 213

slime production 348

slurry. wafer, tube and column bioreactors
330

soil 247, 330

sorption 161

space microbiology 22

spent sulphite liquor 18

spores 384

spores removal 15

sporicides 223

starch 402

Streptomvees clavuligerus 22, 241

stress tolerance 30

subsurface 204

subsurface systems 189

sucrose 308

sugar cane bagasse 251, 360
sulfate reduction 75
sulphate-reducing bacteria 414
superoxide dismutase 140
surfactants 97

taxonomy 267

TCE 4, 204

tea 308

temperature 26
tetrachloroethene 106
tetrazolium 370
thermophilic 37

TNT 89, 161, 198

toluene 4, 75. 116, 170, 406
toxic metals 414
transformation extent 198
transformation kinetics 198
trehalose 30

ultraviolet light (UV) 297

veliger stage 226
virginiamycin 284
viruses 297

wastepaper 10
white water 348
wine 379

X-Pro dipeptidase 49
xanthan 232

Xanthomonas 232

XTT 370
xylitol 251
xylose 10, 360

yeast 1, 319, 379
yield reduction 284

zebra mussel (Dreissena polvmaorpha) 226




